Rank correlation between PROG and all the metabolites quantified in the study using GraphPad Prism, by a Spearman non-parametric correlation test. The P-value and the related R2 are reported in the Table for each correlation.Significant P-value are in bold. * Indicates the metabolites which showed the best correlations with PROG. Table S3 : Concentration levels (µM) for calibrators and QC materials of each steroid monitored in the LC-MS/MS method of analysis are summarized Table S7 . Electrospray ionization mass spectrometry (ESI-MS) acquisition parameters employed for the analysis of whole serum amino acids (AAs), free carnitine (C0),acylcarnitines (ACCs), ketones as succinylacetone (SA), nucleosides and lysophospholipids. MS/MS transitions for each analysed metabolites and the corresponding internal standard (IS, shown in bold), the optimal cone potential (V), and collision energy (eV) are shown for each analyte. The capillary potential was 3.5 kV. Figure S1 , showing strong correlation between EDSS and C16Cer C18Cer,C16 ,C24 and C26 .
